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Figure 3 
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Figure 7 
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Figure 8 
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CCGCCGCAGCCGCCGCTCCATCCCCAGCCCCGGCCCCGCATCCGGTTTGGAAGGGGGCTGCAAGTTTGCA 70 
AGGGGCCCGGGAXAAAAAXCGAGCAGTGGCCCTTCCCGCGTCCCCAGGGTTTCAAGGGACGCTAGGAXTX^IW - 
TCCGCGGCCCTGGAGGTTCGCACTGGGGAGTGGGGTGAGATGGGGGGAAAGCGGGAGGGGGCTCAGGGTC 210 
CAGAAGGGCXCCGCGGTCTCGGGAGTAGGGGGGCATXTGCGTCCCGCGGGAGGGGCTGGGGTGAGAGTGC 280 
GGGGCCAGTGCACCGGTGCCCGTGTATCGCCCTCCCCAGGCCGCCAGGATGGACGTGTTCATGAAGGGCC 350 

360 370 360 390 400 410 120 

i I .... i | i ... M , i ,. I ■ i i 1 1 i i i 1 1 i ■ i 1 1 i i « i I i n i 1 i i i ■ I i i i i I 

TGTCCATGGCCAAGGAGGGCGTTGTGGCAGCCGCGGAGAAAACCAAGCAGGGGGTCACCGAGGCGGCGGA 420 
GAAGACCAAGGAGGGCGTCCTCTACGTCGGTGGGCXGGGGGCXGGGTTTCTGGGGCTGCAGGGCTGGGGG 490 
TCCCCCTACAGTGTGGAGCTGGGGCCGGGTCCCGGGGAGGGGGGTTCTGGGCAAGATAATATXAXTCAGC 560 
AGATGGGGCXAGGTCAXCAXGGGTCATAAGGGACATACCCAXCCCATAGAAXCCTGGGTCTGTATCCGGA 630 
AATGGGGACACGGGGCGGGCTGATGAGGTGGGGGGCTCCAXCTGAAAGGCCAGGGACCAXTGCAXTXATA 700 

710 720 730 740 750 760 770 



/IV/ / C\J /ww - ' — ; ..- 

..I.I .... 1 . . . . 1 .... 1 . | | | ' ■ ■ ■ ' 1 ■ ■ " I t I I I I I t I I 1 I t I I I I I I I I I I I t I I I ■ 1 I 

AAAXCACACAXCCTCCTTTTTCTI'ATCTTTTTTACCATTATTAATAGTTATCTGGTGTTGAACACTTTCT 770 
GTATGCCAAGTACTGGGTAAAATGTCATAACATCCATTTCCTCATGTAATGCTTCCGCCCATTCTACAGG 840 
TAAGGGAAACTGGGCTTCCCATTGGTAGXTAAATTTTAGGTTCAGAAAGGCTTGAATTGAATGTCAGTTC 910 
AGCCAATTTCTTAGTGGTGGAACCAAACTGAGTTCCATCCGTGAAACGGGGACAATAACAGCACCCGCTT 980 
CCCAGGGCTGGGGAAAAGTGAAGTGCAGCGGGGCAGGCAGAGGACTTGACACAGCACTGGCCCTCAGCCA 1050 

1060 1070 1080 1090 1100 1110 1120 

i .... i .... i i t ■ i . 1 . 1 1 ■ I i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i i 1 1 

ACATCCACTAGAGGGGTGGGGTATCGCATCAGGTGGGAGAGAACTGCAACCCTTGCAGACAGAGGTGTGG 1120 
GGCCCAGTGCAGTGATAAGACGGGGGTTAACATGGGGGTGCAGGTTGTAGGATXTGGGGACCCAA6GAGG 1190 
CAGTGACGGGGCCAGGATGCCCACTCTGTAATCACCATGCTGTGCTGGAGTTTCTGTTCCCfCAGCGCAG 1260 
AGTCCTTAAATGTGCCGCTTTTTCTXCCC1 GCAGGAAGCAAGACCCGAGAAGGTGTGGTACAAGGTGTGG 1330 
C I TCAGGTACTAGCCCAGCCCTGGCACCAGCCCTTCTCTCAMTTAGGCGGATGATCTGGCCGGGAACCAG 1400 

1410 1420 1430 1440 1450 1460 1470 

1 1 i i 1 1 1 i i 1 itiiliiiilti i tl i i i 1 1 i i ii Iii ii Imi i I i i i 1 1 1 1 1 1 1 i » i . I . . » » I » » « t\ 
AGGGCGGGGGCGGGGGAGACTCCCAAGGCTTCTGCGGGAATGCTCCGTGGGGAGGGCAGGCCCTGGGATA 1470 
CTACAAGGCAGGGCATCGGTGTTTCCCCCTGGCTCCCAAACCCCTTCCTCAACCCCCTCCCTGCTCCAGT 1540 
GGCTGAAAAAACCAAGGAACAGGCCTCACATCTGGGAGGAGCTGTGTTTC 1610 
GCAGCCACAGGACTGGTGAAGAGGGAGGAATTCCCTACTGATCTGAAGGTAAGCGATCCTTCTGACCCGC 1680 

1760 1770 1780 1790 1800 1810 1820 

TCAGCTCAGAATGCATCTGAATAAXGGCGTGCATGqGTGTGACGCK 890 
GCTGTCTGCGTGTATCCTGCTTGCCAGCGTGACCC^ "«g 

2110 ' 21 . 20 ..... 2 .\ 30 , - - ■ - ■ 2 ™° 21 ' 60 - • ' • • - 2 - 1 ' 60 - ™ 

GGATGAGGCATAAGCTGGTGAXTGAGTATCCAAATGGTGGAA^ 

CGGCGTGGAGAGCCAGCTCCCCAATCCATGCTGCCACTTCAACTGTGATK 2240 

CTCACGAGTCCTGACCTTTTCTGCCCACAGCCAGAGGAAGTG 2450 
2160 2.470 2480 2190 2500 2510 2520 

t i ■ ■ ■ , | - - • • t . . . ■ I ■ . ■ ■ I ■ ■ ■ ■ I ■ t ■ ■ 1 1 1 ■ 1 1 1 1 ■ 1 1 ■ ■ t ■ » ■ i » 1 1 ■ ■ ■ ■ ' 

TTGAGCCCCTGATGGAGCCAGAAGGGGAGAGTTATGAGGACCCACCCCAGW 

CAGGGCCAGGGTTGCGGTCGCGGCTGGGAGCCTCGCCCCTCCAGTGTTGCCTCCTCCCATCCAGCGTCTG 28O0 
2810 - 2820 2830 2840 2850 2860 2870 

CGCG 2804 
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Figure 9 
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AGGGAGATCCAGCTCCGTCCTGCCTGCAGCAGCACAACCC 40 
TGCACACCCACCATGGATGTCTTCAAGAAGGGCTTCTCCA 80 
TCGCCAAGGAGGGXGTGGTGGGTGCGGTGGAAAAGACCAA 120 
GCAGGGGGTGACGGAAGCAGCTGAGAAGACCAAGGAGGGG 160 
GTCATGTATGTGGGATTACATTTTTTTTTTAAAGAAAGAA 200 

210 220 230 210 

• •■■I ■' ■■! iiiiI l 1 I I I I I I I I Mill ii ij I 

TAAATTAATTGTGATTAAAGTTG 223 



Figure 10 
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TTTTTTXAGGGGGGAAAACAGGGAATAXAAAAAXAXGGGG 40 
GGGGGTTTTTXXGGGGGGGGGGGGAAAAXGGTTXGGGGGX 80 
XAACCXAAAXAAAXXCCXAXGGGGGGGGXXAXTXAAXTTT 120 
TGGGAACCCAAAGCCCXAGGAGGATTTTTXGTXAAXAACG 160 
TXACCTCXAGTGGGXCGAGGAAGACCAAGGAAAXGCCCAA 200 

210 220 230 240 

4 i t ■ I t I I ■ I I t t I I I * t ■ 1 ■ 1 1 » I i « 1 t t I I 1 I I I I I I I 

CXCGGTTGAXCGAGGCTGTGGTGAACAXCGTXCAACXCTG 240 
TGCCCXCCAAXAXCGTGGAGGXGGGGGAGAACATCSCGGT 280 
CACCTCCGGGGTGGTGCGCMAGGAGGACTTGAGGCCATCT 320 
KCCCCCCMACAGGAGGGTGTGGCATCCMAAGARAAAGAGG 360 
AAGTGGCAGAGGAGGCCCAGAGTGGGGGARACTAGAGGGC 400 

410 420 430 440 

■ ■ . ■ i • ■ ■ ■ i ■ • « ■ i ■ ■ ■ ■ * » • • * 1 ■ * ■ * * ■ * ■ ■ 1 * ■ » ■ * 

TACAGGCCAGCGTGGATGACCTGAAGAGCGCTCCTCTGCC 440 
TTGGACACCATCCCCTCCTAGCACAAGGAGTGCCCGCCTT 480 
GAGTGACATGCGGCTGCCCACGCTCCTGCCCTCGTCTTCC 520 
TGGCCACCCTTGGCCTGTCCACCTGTGCTGCTGCACCAAC 560 
CTCACTGCCCTCCCTCGGCCCCACCCACCCTCTGGTCCTT 600 

610 620 630 640 

.,, il ■ . .i I ttnl i mini il in ll l l II I 

CTGACCCCACTTATGCTGCTGTGAATTTTTTTTTTAAATG 640 
ATTGCAAATAAAACTTGAGCCCACTCCAAAAAAAAAA 677 
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Figure 11 

alpha -SYN exons 1 -2 



10 20 30 40 
i « ■ ■ i it'ii ■ ■ ■ ■ < i ■ ■ < I ■ ■ ■ 1 1 i ■ ■ ■ i ■ 1 1 1 1 i ■ 1 1 1 

AATTTCAGCGATGCGAGGGCAAAGCGCTCTCGGCGGTGCG 40 
GTGTGAGCCACCTCCCGGCGCTGCCTGTCTCCTCCAGCAG 80 
CTCCCCAAGGGATAGGCTCTGCCCTTGGTGGTCGACCCTC 120 
AGGCCCTCGNTCTCCCAGGNCGACTCTGACGAGGGGTAGG 160 
GGGTGGTCCCCNGGAGGACCCAGAGGAAAGGCNGGGACAA 200 

210 220 230 240 

i t t il i i i i I t i i i 1 ■ ■ ■ t 1 « i « ■ I i i . . I i . . ■ 1 ■ ■ i i 1 

GAAGGGAGGGGAAGGGGAAAGAGGAAGAGGCATCATCCCT 240 

AGCCCAACCGCTCCCGATCTCCACAAGAGTGCTCGTGACC 280 

CTAAACTTAACGTGAGGCGCAAAAGCGCCCCAACCTTTTC 320 

CCGCCTTGNNCCAGGCAGGCGGCTGGAGTTGATGGCTCAC 360 

CCCGCGCCCCCTGCCCCATCCCCATCCGAGATAGGGACGA 400 

410 420 430 440 

1 I 1 I I -I I I t I i i 1 I I 1 I ■ 1 I tllll I M I 1 111 it I 1 I I I 

GGAGCACGCTGCAGGGAAAGCAGCGAGCGCCGGGAGAGGG 440 
GCGGGCAGAAGCGCTGACAAATCAGCGGTGGGGGCGGAGA 480 
GCCGAGGAGAAGGAGAAGGAGGAGGACTAGGAGGAGGAGG 520 
ACGGCGACGACCAGAAGGGGCCCAAGAGAGGGGGCGAGCG 560 
ACCGAGCGCCGCGACGCGAAGTGAGGTGCGTGCGGGCTCA 600 

610 620 630 640 
• ■ « • 1 ■ • ■ ■ i . • ■ • i ■ ■ ■ « i ■ ■ ■ ■ i 1 1 1 . 1 i ■ . ■ i ■ . ■ ■ I 

GCGCAGACCCCGGCCCGGCCCCTCCTGAGAGCGTCCTGGG 640 
CGCTCCCTCACGCCTTGCCTTCAAGCCTTCTGCCTTTCCA 680 
CCCTCGTGAGCGGAGAACTGGGAGTGGCCATTCGACGACA 720 
GGTTAGCGGGTTTGCCTCCCACTCCCCCAGCCTCGCGTCG 760 
CCGGCTCACAGCGGCCTCCTCTGGGGACAGTCCCCCCCGG 800 

810 820 830 840 

■ ■ ■ ■ t i i ■ i i . ■ ■ ■ i i ■ i ■ i i ■ i ■ i ■ i ■ 1 1 ■ i ■ ■ i ■ ■ i ■ i 

GTGCCCCTCCGCCCTTCCTGTGCGCTCCTTTTCCTTCTTC 840 
TTTCCTATTAAATATTATTTGGGAATTGTTTAAATTTTTT 880 
TTTTAAAAAAAGAGAGAGGCGNGGAGGAGTCGGAGTTGTG 920 
GAGAAGCAGAGGGACTCAGGTAAGTACCTGTGGATCTAAA 960 
CGGGNGTCTTTGGAAATCCTGGAGAACGCCGGATGGAGAC 1000 

1010 1020 1030 1040 

. . . . i . . . . I . . ■ . i . . ■ ■ l . . . . i ■ ■ ■ ■ l ■ . ■ i i t i . ■ l 

GAATGGTCGTGGGNACCGGGAGGGGGTGGTGCTGCCATGA 1040 
GGACCGCTGGGCCAGGTCTCTGGGAGGTGAGTACTTGTCC 1080 
TTTGGGGAGCCTAAGGAAAGAGACTTGACC rGGCTTTCGT 1 120 
CCTGCTTCTGATATTCCCTTCTCCACAAGGGCTGAGAGNT 1 160 
TAGGCTGCTTCTCCGGGATCC 1181 
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Figure 11 cont. 

alpha-SYN axon 3 



10 20 30 40 

• ■ ■ ■ 1 1 ■ « ■ 1 ■ ■ ' ■ 1 ■ ■ 1 ■ 1 « ■ ■ ■ 1 ■ ■ ■ ■ 1 « ■ ■ ■ ' ■ ■ ■ ■ ' 
CTTAAAAGAGTCTCACACTTTGGAGGGTTTCTCATGATTT 40 
TTCAGTGTTTTTTGTTTATTTTTOCCCGAAAGTTCTCATT 80 
CAAAGTGTATTTTATGTTTTCCAGTGTGGTGTAAAGAAAT 120 
TGATTAGCCATGGATGTATTCATGAAAGGACTTTCAAAGG 160 
CCAAGGAGGGAGTTGTGGCTGCTGCTGAGAAAAC.CAAACA 200 

210 220 230 240 
« ■ < « > ■ ■ ■ ■ I ■ ■ ■ ■ i ■ ■ ■ ■ I ■ ■ ■ ■ i ■ ■ ■ « > ■ ■ ■ « i ■ • ■ 1 1 

GGGTGTGGCAGAAGCAGCAGGAAAGACAAAAGAGGGTGTT 240 
CTCTATG7AGGTAGGTAAACCCCAAATGTCAGTTTGGTGC 280 
TTGTTCATGAGTGATGGGTTAGGATAACAATACTCTAAAT 320 
GCTGGTAGTTCTCTCTCTTGATTCATTTTTGCATCATTGC 360 
TTGTCAAAAAGGTGGACTGAGTCAGAGGTATGTGTAGGTA 400 

410 420 430 440 
» 1 ■ * 1 ■ ■ ■ * 1 ■ ■ ■ ■ 1 ■ ■ t i i ■ ■ 1 1 1 ■ ... i .... i ... . i 

GGTGAATGTGAACGTGTGTATNTGAGCTAATAGTAAAAAT 440 
GCGACTGTTTGCTTTTCAGATTTTTAATTTTGCCTAATAT 480 
NTATGACTTNTTAAAATGAATGTTTCTGTACTACATAATT 520 
CTATNTCAGAGACAGT 536 
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Figure 11 cont. 

aloha-SYN exon 4 



10 20 30 40 

, , , ,f •• « ■ ■ ■ ■' ' ■ ' ■ ■ 1 ■ 1 1 1 " 1 ' 1 1 ' ' 

CTGCAGGTCAACGGATCTGTCTCTAGTGCTGTACTTTTAA JO 

AGCTTCTACAGTTCTGAATTCAAAATTATCTTCTCACTGG 80 

GCCCCGGTGTTATCTCATTCTTTTTTCTCCTCTGTAAGTT 20 

GACATGTGATGTGGGAACAAAGGGGATAAAGTCATTATTT 160 

TGTGCTAAAATCGTAATTGGAGAGGACCTCCTGTTAGCTG 200 

210 220 230 240 
. ■ ■ . i . . ■ i t ■ • ■ I . ■ ■ 1 1 ■ i i 1 1 1 1 ■ ■ 1 i i i ■ 1 

GGCTTTCTTCTATNTATTGTGGTGGTTAGGAGTTCCTTCT 240 
TCTAGTTTTAGGATATATATATATATTTTTTTCTTTCCCT 280 
GAAGATATAATAATATATATACTTCTGAAGATTGAGATTT 320 
TTAAATTAGTTGTATTGAAAACTAGCTAATCAGCAATTTA 360 
AGGCTAGCTTGAGACTTATGTCTTGAATTTGTTTTTGTAG 400 

410 420 430 440 

■ . . , I r • • ■ 1 l .... i ■■■■ I 1 1 i ■ I i ■ ■ ■ I 

GCTCCAAAACCAAGGAGGGAGTGGTGCATGGTGTGGCAAC 440 
AGGTAAGCTCCATTGTGCTTATATCAAAGATGATATNTAA 480 
AGTATCTAGTGATTAGTGTGGCCCAGTATCAAGATTCCTA 520 
TGAAATTGTAAAACAATCACTGAGCATCTAAGAACATATC 560 
AGTCTTATTGAAACTGAATTCTTTATAAAGTATTTTTAAA 600 

610 620 630 640 
. . . . i . . . . i . . . 1 1 i • ■ ■ 1 • • • ■ 1 ■ ■ • ■ ' 1 ■ ■ 1 1 1 1 ■ 1 * 

TAGGTAAATATTGATTATAAATAAAAAATATACTTGCCAA 640 

GAATAATGAG 650 
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Figure 11 cont. 

alph a-SYN exon 5 



10 20 30 40 
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ATATCTTAGCCAAGATTCAATGTTTGGTTGAACCACACTC 10 
ACTTGACATCTTGGTGGCTTTTGTTTCTTCTGACCACTCA 80 
GTTATCTATGGCATGTGTAGATACAGGTGTATGGAANCGA 120 
TGGCTAGTGGAAGTGGAATGATTTTAAGTCACTGT7ATTC 160 
TACCACCCTTTAATCTGTTGTTGCTCTTTATTTGTACCAG 200 

210 220 230 240 

■ • • ■ 1 • ■ ■ ■ * ■ ■ ■ ■ 1 ■ ' ' ■ I 1 ■ ■ ■ 1 ■ « ■ ■ * ■ ■ ■ « 1 ' « ■ ■ I 
TGGCTGAGAAGACCAAAGAGCAAGTGACAAATGTTGGAGG 240 
AGCAGTGGTGACGGGTGTGACAGCAGTAGCCCAGAAGACA 280 
GTGGAGGGAGCAGGGAGCATTGCAGCAGCCACTGGCTTTG 320 
TCAAAAAGGACCAGTTGGGCAAGGTATGGCTGTGTACGTT 360 
TTGTGTTACATTTATAAGCTGGTGAGATTACGGTTCATTT 400 

410 420 430 440 

* » » ■ 1 ■ ■ ' « * ■ < ■ 1 1 ■ ■ i ■ i t ■ ■ . i i ■ . 1 1 i ■ t ■ i ■ . . . i 

TCATGTGAAGCCTGGAGGCAGGAGCAAGATACTTACTGTG 440 
GGGAACGGCTACCTGACCCTCCCCTTGTGAAAAAGTGCTA 480 
CCTTTATATTGGTCTTGCTTGTTT 504 
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Figure 11 cont. 

a»pha-SYN_©J«>. n 6__ 



10 20 30 40 

| I . ... I t | | | 1 «« 1 I I ' 1 * * * 1 1 1 1 ' 

210 220 230 240 

I . | , | I | | | ' l « j i i 1 * * * i 1 t i ' ' ^ i i i r ' « ■ ■ ■ l 

rTGCTTCTTACTTTAAATATTAGAATGAAGAAGGAGCCCC 240 
ACAGGAAGGAATTCTGGAAGATATGCCTGTGGATCCTGAC 280 
AATrArGCTTATGAAATGCCTTCTGAGGTAGGAGTCCAAG 320 
rTGAATCTTTCTAACAAGACAGTACCAAAAACCTGTCATT 360 
GTCACATTTCTCTTTCATTAGTGCTTAGTGAGAATCATTT 400 

410 420 430 440 

s — ^^^^ 

TTGACCCTTTACAGGAAAAGCTTTACTAACCCCTGCATTA 60C 
610 620 630 640 

|M ,I | , , , 1 I ■ ■ ■ ■ t ' ' t ■ 1 

GAGAATATATTTTTTTGCAAAAACATTGATTGTAAATTTT .64( 
AGTGTAAAGTGGGGAGCCATTTCCTATCTCATTGGCTGTC 68 
CAGTGCTGATGCGTAATTGAAACTTATACTAACAGTGTGT 72< 

GCTGTCT 727 
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Figure 11 cont. 

alpha-SYN exon 7 

10 20 30 40 

■ . ■ . i . . ■ • ' I i 1 1 1 1 1 1 i 1 1 i 1 1 1 1 i 1 1 i I 

TTTTGATTTTTCTAATATTAGGAAGGGTATCAAGACTACG 40 
AACCTGAAGCCTAAGAAATATCTTTG'CTCCCAGTTTCTTG 80 
AGATCTGCTGACAGATGTTCCATCCTGTACAAGTGCTCAG 120 
TTCCAATGTGCCCAGTCATGACATTTCTCAAAGTTTTTAC 160 
AGTGTATCTCGAAGTCTTCCATCAGCAGTGATTGAAGCAT 200 

210 220 230 240 

. .... i .... l .. .. i . ■ ■ • i ■ . . . i ■ ■ ■ ■ I < 1 1 ■ t i ■ i ■ I 

CTGTACCTGCCCCCACTCAGCATTTCGGTGCTTCCCTTTC 240 
AGTGAAGTGAATACATGGTAGCAGGGTCTTTGTGTGCTGT 280 
GGATTTTGTGGCTTCAATCTACGATGTTAAAACAAATTAA 320 
AAACACCTAAGTGACTACCACTTATTTCTAAATCCTCACT 360 
ATTTTTTTGTTGCTGTTGTTCAGAAGTTGTTAGTGATTTG 400 

410 420 430 440 

• • ■ ■ i ■ ■ . . I .... i .... i ... ■ i . ■ ■ 1 1 1 1 1 1 1 t 1 1 1 1 

CTATCATATATTATNAGATTTTTAGGTGTCTTTTAATGAT 440 
ACTGTCTAAGAATAATGACGTATTGTGAAATTTGTTAATA 480 
TATATNATACTTAAAAATATGTGAGCATGAAACTATGCAC 520 
CTATAATACTAAATATGAAATTTTACCATTTTGCGATGTG 560 
TTTTATTCACTTGTGTTTGTATATNAATGGTGAGAATTAA 600 

610 620 630 640 
« ■ ■ ■ i » ■ . . I . ■ . ■ i . ■ . ■ i ■ ■ ■ t i ■ . . ■ 1 i i i ■ I i ■ i 1 1 

AATAAAACGTTATCTCATTGCAAAAATATTTTATTTTTAT 640 
CCCATCTCACTTTAATAATAAAAATCATGCTTATAAGCAA 680 
CATGAATTAAGAACTGACACAAAGGACAAAAATATAAAGT 720 
TATTAATAGCCATTTGAAGAAGGAGGAATTTTAGAAGAGG 760 
TAGAGAAAATGGAACATTAACCCTACACTCGGAATTCCCT 800 

810 820 830 840 

■ ■ ■ « i ■ ... i ■ . i . i i ■ . ■ i i ... t .... i . . i ■ i .... i 

GAAGCAACACTGCCAGAAGTGTGTTTTGGTATGCACTGGT 840 
TCCTTAAGTGGCTGTGATTAATTATTGAAAGTGGGGTGTT 880 
GAAGACCCCAACTACTATTGTAGAGTGGTCTATTTCTCCC 920 
TTCAATCCTGTCAATGTTTGCTTTACGTATTTTGGGGAAC 960 
TGTTGTTTGATGTGTATGTGTTTATAATTGTTATACATTT 1000 

1010 1020 1030 1040 
. i . . i .... I .... i . ... i I 1 1 ■ t i ■ i ■ 1 1 

TTAATTGAGCCTTTTATTAACATATATTGTTATTTTTGTC 1040 

TCGAAATAATTTTTTAGTTAAAATCTATTTTGTCTGATAT 1080 

TGGTGTGAATGCTGTACCTTTCTGACAATAAATAATATNC 1 120 

GACCATGAATAAAAAAAAAAAAAAAGTGGGTTCCCGGGAA 1 160 

CTAAGCAGTGTAGAAGATGATTTTGACTACACCCTCCTTA 1200 
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Figure 11 cont. 
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1210 1220 1230 1210 
• ■ ■ ■ i 1 1 # ■ i i 1 1 i * . . ■ 1 1 i « « i.i t i 1 1 l i 1 1 1 1 i i 1 1 1 

GAGAGCCATAAGACACATTAGCACATATTAGCACATTCAA 1210 
GGCTCTGAGAGAATGTGGTTAACTTTGTTTAACTCAGCAT 1280 
TCCTCACTTTTTTTTTTTAATCATCAGAAATTCTCTCTCT 1320 
CTCTCTCTTTTTCTCTCGCTCTCTTTTTTTTTTTTTTTTT 1360 
TTTTACAGGAAATGCCTTTAAACATCGTTGGGAACTACCA 1400 

1410 1420 1430 1440 

.... I ■ ... 1 I . ■ i t I i i ■ i 1 i i t i I i i i i.l i i i i I 

GAGTCACCTTAAAGGGAGNATCAATTCTCTAGGACTGGAT 1440 
AAAAATTTCATGGGCCTCCTTTAAAATGTTGCCCAAATAT 1480 
ATGGAATTCTAGGGGTTTTTCCNTAGGGGGAAGGGTTTTT 1520 
TCTCTTTTCNGGGGAGGATCCTTTTAACNCCCCNGGGGGG 1560 
NGCCCGGAAAATAAACTTGGNGGGGGGGNAAAACTT 1596 



